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UniProt Knowledgebase (UniProtKB)
• Produced by the UniProt Consortium
• Provides comprehensive overview of protein sequence 
and function
• Captures, interprets and incorporates data from range of 
sources
N
at
ur
e 
Pr
ec
ed
in
gs
 : 
do
i:1
0.
10
38
/n
pr
e.
20
10
.5
09
2.
1 
: P
os
te
d 
22
 O
ct
 2
01
0
Sequence data
Submissions
Literature scanning 
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Annotation
Manual curation Automatic annotation
Literature
Sequence analysis
UniRule
SAAS
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Cross-references
2D-gel
3D-structure
Enzyme/pathways
Families/domains
Gene expression
Genome annotation
Ontologies
Organism-specific
Phylogenomics
Polymorphisms
Protein interactions
Proteomics
PTMs
SequenceN
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Data import
Gene names
Interactions
Additional bibliography
GO terms
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DAS
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UniProt DAS server
http://www.ebi.ac.uk/uniprot-das/
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UniProt BioMart
http://www.ebi.ac.uk/uniprot/biomart/martview
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UniProtKB data
• Released every 4 weeks and is freely available
• http://www.uniprot.org/downloads
• Provided in a range of formats 
• text, XML, XML/RDF, FASTA, GFF, tab-delimited
• Web site
• Supports simple and complex queries
• Data can be retrieved programmatically using REST 
• http://www.uniprot.org/faq/28
• UniProtJAPI
• http://www.ebi.ac.uk/uniprot/remotingAPI/
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Future plans
• Curation
• Provision of high-quality manual curation 
• Expand coverage of automatic annotation
• Cross-references
• Maintain and expand linked resources
• Data import
• Sequence data from RefSeq
• Variant data from Ensembl
• wwPDB data
• Proteomics dataNat
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Summary
• UniProt approach to data integration ensures that 
information is captured in the most appropriate resource 
for subsequent integration with other databases
• Maximum curation efficiency by preventing duplication of 
efforts across multiple resources
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